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Figure 1

100bp ATCCCGCCT 

A  B 
CGI 

PIGM 

5’ 
2 

1 
1Kb 

PIGM 
CGI 

4 3 

5 

-270G 1, 3, 4: 5’, ORF and 3’UTR amplicons 
2: Promoter amplicon spanning  
    -270GC box 
5: AatII control amplicon 

CGI: CpG island 

    -270GC rich box 

A: AatII restriction site 

B: BstuI restriction site only in C>G mutation 


